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Fig.l 
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MRNSSSSTPPSIKAQHRAAKRRAIRRRRIDLNCGCSIYIHIDCRN- 
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AbMV-HI 


MRSSSPSHPPSIKKAHRQAKRRAIRRRRIDLQCGCSIYFHIDCTG- 


-HGF 


Seq. 


ID 


No. : 


2 


AbMV-WI 


MKSSSPSQPPSIKKAHRQAKRRAIRRRRIDLQCGCSIYFHIDCTG- 
MQSSSLSTPPSIKKAHRQAKRRAIRRRRIDLECGCSIYIHIGCTG- 


-HGF 
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BDMV 
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BGMV-DR 


MRSSS PSQPPS I KAQHRI AKRKAIRRRRIDLNCGCS I FYHI KCAD - 


-HGF 


Seq. 


ID 
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BGMV-Ga 


MRSSSPSQPPSIKAQHRIAKRRAIRRRRIDLNCGCSIFYHIKCAD- 


-HGF 


Seq. 
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BGMV- J 


MRSSS PSQPPS I KAQHRI AKHKAIRRRRIDLNCGCS I FYHI KCAD - 


-HGF 


Seq. 
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CabLCV 


MQNSSLIiKPPS IKAQHKIAKRRAVRRRRIDLNCGCS I FLHINCAD - 


-NGF 


Seq. 
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PYMV 


MRSSSPSQPPSIKKAHRQAKKRAIRRRRIDLDCGCSIYFHIDCAG- 


-HGF 


Seq. 
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SGMV 


MRSSSPSTPPSIKKTHRQAKKRSVRRRRIDLECGCSIYFHIGCTG- 


-HGF 
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SqLCV-E 


MPNSSSSKVPSIKAQHRIAKKRAVRRRRIDLDCGCSIYIHINCAKDGNGF 


Seq. 
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TcMV 


MRSSSPSQPPSIKRAHRQAKKRAIRRRRVDLQCGCSIYFHLGCAG- 


-HGF 
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TPV 


MLNSSSSTLPSIKAQHRIAKKRPIRRRRIDLNCGCSIFLHINCAN- 


-NGF 
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13 



**** ** ***** 



TGMV 




THRGTYHC AS SREWRLYLGDNKS PLFQDNQRRGS PLHQHQD I PLTNQVQP 


Seq. 
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THRGTHHCTSGGEWRVYLGDKKSPVFQDVQSRRTIIHQNENIPCTNTVQP 


Seq. 
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THRGIHHCTSGGEWRVYLGDSKSPVFQDIQSRGPAIHQNEDIPCTNTVQP 


Seq. 
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BDMV 




THRGAHHCTSSREWRVYLGDRKSPLFQDIQSRGTWHQQQGIQRTDTVQP 


Seq. 
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No. : 
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BGMV- 


DR 


THRGEHHCASGREFRFYLGGTKSPLFQDHAGGRSSIHTDKDIPHPSQVQS 


Seq. 


ID 
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BGMV- 


Ga 


THRGEHHCASGREFRFYLGGTKSPLFQDNAGGRSSIHTDKDIPHPNQVQS 


Seq. 


ID 


No. : 
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BGMV- 


■J 


THRGEHHCASGREFRFYLGGTKSPLFQDHAGGRSSIHTDKDIPHPSQVQS 


Seq. 
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CabLCV 


THRGEHHCSSGREFRFYLGGSKSPIFQDTTRRGPWHQNQDLPHPSPVQP 
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PYMV 




THRGAHHCTSGREWRVYLGDRKSPLFQDKPSRGHAIHQDQDIQRPNPVQP 
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SGMV 




THRGTHHCTSFREWRLYLGDRKSPLFQDIQGRGSTVHEHQDIQYPNPVQP 
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THMGRHHCASGREFRFYLGGSKSPLFQDVQRGGSTLHAHKDIPHTNPVQP 
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THRGTHHCTSGGEWRVYLGARKS PLFQDTQS RGPTVYQNEG I PRTDTVQP 
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THRGEHHCASGREFRFYLGGSKSPIFQDTARGGPWHQNQDIPHRSPVQP 


Seq. 
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** * ** ★ * * *** *** *** ** 



TGMV QPEESIGSPQGISQLPSMDDIDDSFWENL.FK 

AbMV-HI QPEESVASPQSLPELPSLDDIDESFWVNLFS 

AbMV-WI QPEESVASPQSLPEIiPSLDDFDDSFWVNLFK 

BDMV QPEESVASPQSLPELPSLDDIDDSFWVDLFK 

BGMV - DR QPQE S TGS PQS I PELPS LDD I DS S FWbD I FK 

BGMV-Ga QPQESTGSPQSIPELPSLDDIDSSFWDDIFK 

BGMV - J QPQES TGS PQS I PELP S LDD I DS S FWDD I FK 

CabLCV QPTESIGSPQSLLQLPSLDDFDESFWADIFK 

PYMV QPQESIGSPQSIPELPSLDDIDDSFWVELPS 

SGMV QPEESVASPQSVPELPSLDDIPDSFWVDLFK 

SqLCV-E QPEESTKSSQSVPELPSLDGIDSSFWDDIFE 

TcMV QPEESVASPQSLPELPSLDDVDDSFWINLFS/ 

TPV QPTSSISSPQGIPPFPSLDDFDDSFWDDIFK 
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Fig. 2 
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1 J H— 1 Zy 111 yi\ 
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Sen ID No * 54 


pTGA719 


81-129 N126A 


gcggaattccctctacaccaacaccag 


Seq. ID No.: 56 


pTGA720 


117-129 D117A 


cgcgaattcgccgacatcgacgacagc 


Seq. ID No.: 58 


pTGA721 


117-129 D118A 


cgcgaattcgacgccatcgacgacagc 


Seq. ID No.: 60 


pTGA722 


117-129 D117A,D118A 


cgcgaattcgccgccatcgacgacagc 


Seq. ID No.: 62 


pTGA723 


120-129 wt 


cgcgaattcgacgacagcttcgggag 


Seq. ID No.: 64 


pTGA724 


1 17-129 D120A 


cgcgaattcgacgacatcgccgacagcttc 


Seq. ID No.: 66 


pTGA725 


1 17-129 D121 A 


cgcgaattcgacgacatcgacgccagcttc 


Seq. ID No.: 68 


pTGA726 


1 17-129 D120A,D121A 


cgcgaattcgacgacatcgccgecagcttc 


Seq. ID No.: 70 


pTGA727 


41-129 wt 


ggcg£iattcatggactgcagaaacaatgga 


Seq. ID No.: 72 


pTGA728 


10-129 wt 


gcggaattctctatcaaagctcaacac 


Seq. ID No.: 74 
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Fig. 2 (con't) 



clone # 


muuLiiun ucdUipuuii 


nrtmer 




r 1 <jr AO 1 o 


o 1 - 1 Z7 Wl 


r ar aaPCtcctHttt3HRt3B.&ttCtCCC3 


Seq. ID No.: 25 


1 VjAO 1 o A 




cpc^a^ctcctatttaaataa^ctccca 


Seq. ID No.: 27 


r 1 Lj AO 1 y 




c^CEaectcctatttaaataa&ttctcccasaasccstc&tceat 


Seq. ID No.: 29 


1 oAozu 


R1-19Q F19'^A 


cgcgagctcctatttaaaiaagttctcccaggcgctgtcgtc 


Seq. ID No.: 31 


PXr^ A fin 1 
r 1 VJ AO^ 1 


Rl-190 W194A 


c^ccra^ctcctatttaaataacttctcceceaasctstc 


Seq. ID No.: 33 


n 1 vJ/\.O^Z 


Rl-190 Fl 9RA 


cff ccac ctcctatttas ctaaottctc 


Seq. ID No.: 35 


1 vj/\.o / y 


Rl-1 14 wt 


? cc^ff asfctc ctaaactts acaaat sec 


Seq. ID No.: 37 


PXn AARO 


Rl-190 wt 

oil Wl 


^ca^a^ctcctasatctc&tccatact 


Seq. ID No.: 39 


PTGA681 


81-125 wt 


gcggagctcctaccagaagctgtcgtc 


Seq. ID No.: 41 


PTGA682 


81-129 El 25A 


gcggagctcctatttaaataagtttgcccagaa 


Seq. ID No.: 43 


PTGA713 


101-129 wt 


cgcgagctccctctaaccctgtgtatgcg 


Seq. ID No.: 45 


PTGA714 


1 14-129 wt 


cgcgagctccctctaaccctgtgtatgcg 


Seq. ID No.: 47 


PTGA715 


1 14-129 I119A 


cgcgagctccctctaaccctgtgtatgcg 


Seq. ID No.: 49 


PTGA716 


103-129 wt 


cgcgagctccctctaaccctgtgtatgcg 


Seq. ID No.: 51 


PTGA717 


81-129 K129A 


cgcgagctcctatgcaaataagttctc 


Seq. ID No.: 53 


PTGA718 


81-129 L127A 


cgcgagctcctatttaaatgcgttctc 


Seq. ID No,: 55 


PTGA719 


81-129 N126A 


cgcgagctcctatttaaataaggcctccca 


Seq. ID No.: 57 


PTGA720 


117-129 D117A 


cgcgagctccctctaaccctgtgtatgcg 


Seq. ID No.: 59 


PTGA721 


117-129 D118A 


cgcgagctccctctaaccctgtgtatgcg 


Seq. ID No.: 61 


PTGA722 


117-129 D117A,D118A 


cgcgagctccctctaaccctgtgtatgcg 


Seq. ID No.: 63 


PTGA723 


120-129 wt 


cgcgagctccctctaaccctgtgtatgcg 


Seq. ID No.: 65 


PTGA724 


117-129 D120A 


cgcgagctccctctaaccctgtgtatgcg 


Seq. ID No.: 67 


PTGA725 


1 17-129 D121A 


cgcgagctccctctaaccctgtgtatgcg 


Seq. ID No.: 69 


PTGA726 


1 17-129 D120A,D121 A 


cgcgagctccctctaaccctgtgtatgcg 


Seq. ID No.: 71 


PTGA727 


41-129 wt 


cgcgagctcctatttaaataagttctccca 


Seq. ID No.: 73 


PTGA728 


10-129 wt 


cgcgagctcctatttaaataagttctccca 


Seq. ID No.: 75 
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Fig.4A 
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Fig.4B 
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